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Figure S1. Calibration lines of DAP UV-vis absorbance at 364 nm in (a) Milli-Q water,



(b) NaCl solution (500 mM), (¢) maleic acid (100 mM), (d) bile acid (12 mM), and

CaClz solutions of (e) 10 mM, (f) 50 mM, (g) 100 mM, (h) 200 mM, and (i) 500 mM,

and lecithin solution of (j) 0.5 mM, (k) 1 mM, and (I) I mM containing 4 mM of CaCl,

as well as in the (m) FaSSIF and (n) FeSSIF.
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Figure S2. Linear regression analysis of calibration line for DAP solutions, ranging

from 10 ug mL™! to 200 ug mL! in Milli-Q water obtained using the HPLC.
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Figure S3. Optical microscopy image of cholestyramine IXB.

S-5



o}
DAP " 0-H
3280
x| xB NS
- \ / 3022
(o)
o
DAP-IXB N
303

4000 3500 3000 2500 2000 1500 1000
Wavenumber (cm)

Figure S4. ATR-FTIR spectra of DAP, IXB, and DAP-IXB complex.
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Figure S5. DAP (8 mg mL™!) removal percentage (precipitation) at varying (a) Na*and

(b) Ca*' concentrations without using the IXB. Data are reported as mean = standard

deviation, n = 3.
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Figure S6. Effect of IXB dose (8, 16, or 32 mg mL™') on the DAP (8 mg mL"") removal
percentage (R) at varying Ca®" and maleic acid concentrations. Data are presented as
mean *+ standard deviation, n = 3. NS represents p>0.05 for the DAP removal

percentage at 10 mM of Ca’?" or 20 mM of maleic acid compared with the Ca*"- or

maleic acid-free systems, respectively.
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Figure S7. (a) {-potential and (b) hydrodynamic size of DAP at varying bile acid

concentrations. Data are reported as mean + standard deviation, n = 3. NS shows p>0.05,

* 15 p<0.05, ** represents p < 0.01, and *** indicates p < 0.001.
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Figure S8. Kinetics of DAP (8 mg mL™!) removal by IXB (8 mg) in the (a) FaSSIF or

(b) FeSSIF. Data are reported as mean = standard deviation, » = 3. NS represents p>0.05

between the DAP removal percentage or capacity after 4 h or 12 h incubation.
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Figure S9. Bacterial densities (ODesoo) for DAP (256 pg mL!) after contact with

varying doses of cholestyramine [XB. Data are presented as mean =+ standard deviation,
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